Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.056; wR factor = 0.189; data-toparameter ratio = 29.2.
Related literature
Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) x þ 1; y; z; (ii) x À 1; y; z þ 1; (iii) Àx þ 1; Ày þ 1; Àz; (iv) x þ 1; y À 1; z.
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXS97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). group attached to the indole ring exhibit significant biological activities, such as antibacterial etc., (Nieto et al., 2005) . Also, the indole derivatives are identified as the molecules which interfere with a G protein-independent signaling pathway of the CRTH2 receptor (Mathiesen et al.,2005) . N-substituted indole carboxylic acid esters have been prepared as possible cyclo-oxygenase-2 (COX-2) enzyme inhibitors (Olgen & Nebioglu, 2002) . et al., 1986) . The chloroform solvent is disordered across inversion centre with the site occupancies of 0.5 for each.
The molecular packing is controlled by intra and intermolecular C-H···O interactions in addition to van der Waals forces (Table 2) . Atom H15 of C15 form an intermolecular hydrogen bonding with atom O4, leading to a C11 linear chains (Bernstein et al., 1995) with C-H···O type of interactions running along a-axis. The intermolecular interaction C24-H24A···O7 leads to R 2 2 (13) dimers, which are connected through C24-H24B···O7 interaction as closed loops running along c-axis.
Intermolecular bifurcated C-H···O hydrogen bonds involving the two oxygen atoms of the dimethoxybenzyl group and the hydrogen atom of the chloroform, solvent generates R 1 2 (5) ring motif (Fig.2 ).
Experimental
To a solution of (E)-Ethyl 3-(2-(bromomethyl)-1-(phenylsulfonyl)-1H-indol-3-yl) acrylate (0.3 g, 0.66 mmol) in dry DME (10 ml), ZnBr 2 (0.3 g, 1.3 mmol), K 2 CO 3 (0.18 g, 1.33 mmol) and veratrole (0.11 g, 0.79 mmol) were added. The reaction mixture was then refluxed for 12hrs under N 2 atmosphere. The solvent was removed and the reaction mixture was quenched with ice-water (100 mL) containing 2 mL of conc.HCl. It was then extracted with chloroform (20 mL) and dried (Na 2 SO 4 ).
Removal of the solvent followed by crystallization from methanol afforded the product as pale yellow crystals.
supplementary materials sup-2 Refinement H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C) for methyl and 1.2U eq (C) for other H atoms. The chloroform solvent is disordered across inversion centre with the site occupancies of 0.5 for each. The corresponding bond distances involving the disordered atoms C30, Cl1, Cl2 and Cl3
were restrained to 1.74 (1) Å and also their displacement parameters were restrained to an approximate isotropic behaviour.
Figures Fig. 1 . The ORTEP plot of the title compound, showing 30% probability displacement ellipsoids. H atoms omitted for clarity. 119.32 (19) O1-S1-N1 106.73 (7) C12-C11-H11 120.3 O2-S1-N1 105.65 (7) C10-C11-H11 120.3 O1-S1-C10 108.29 (8) C13-C12-C11 120.1 (2) O2-S1-C10 108.90 (9) C13-C12-H12 120.0 N1-S1-C10 105.65 (7) C11-C12-H12 120.0 
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